Prof. Dr.
Arndt von Haeseler

Center for Integrative Bioinformatics Vienna
Max F. Perutz Laboratories (MFPL)

Dr. Bohr Gasse 9

A-1030 Vienna Austria

Tel ++43-1-79044-4550

Fax: ++43-1 79044-4551
http://www.cibiv.at/~haeseler/
arndt.von.haeseler [at] univie.ac.at

Another view of sequence evolution
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We describe another view of sequence evolution, that allows to change one
alignment column by introducing extra mutations on the tree. The mathematical
description of this model leads to analytical formulas for the posterior probability of
the number of substitutions that occurred for an alignment site on a phylogenetic tree.
Moreover, the model allows to compute the number of extra mutations required to fit
an alignment to a tree. We will give a few illustrative examples and discuss the
impact of our analysis on phylogenetic inferences.
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